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<400> 1 

cagtcgctcc gagcggccgc gagcagagcc gcccagccct gtcagctgcg ccgggacgat 6 0 

aaggagtcag gccagggcgg gatgacactc attgattcta aagcatcttt aatctgccag 120 

gcggaggggg ctttgctggt ctttcttgga ctattccaga gaggacaact gtcatctggg 180 

aagtaacaac gcagg atg ccc cct ggg gtg gac tgc ccc atg gaa ttc tgg 231 
Met Pro Pro Gly Val Asp Cys Pro Met Glu Phe Trp 
15 10 

acc aag gag gag aat cag age gtt gtg gtt gac ttc ctg ctg ccc aca 279 
Thr Lys Glu Glu Asn Gin Ser Val Val Val Asp Phe Leu Leu Pro Thr 
15 20 25 

ggg gtc tac ctg aac ttc cct gtg tec cgc aat gec aac etc age acc 327 
Gly Val Tyr Leu Asn Phe Pro Val Ser Arg Asn Ala Asn Leu Ser Thr 
30 " 35 40 

ate aag cag ctg ctg tgg cac cgc gee cag tat gag ccg etc ttc cae 375 
lie Lys Gin Leu Leu Trp His Arg Ala Gin Tyr Glu Pro Leu Phe His 
45 50 55 60 

atg etc agt ggc ccc gag gee tat gtg ttc acc tgc ate aac cag aca 423 
Met Leu Ser Gly Pro Glu Ala Tyr Val Phe Thr Cys lie Asn Gin Thr 
65 70 75 

gcg gag cag caa gag ctg gag gac gag caa egg cgt ctg tgt gac gtg 471 
Ala Glu Gin Gin Glu Leu Glu Asp Glu Gin Arg Arg Leu Cys Asp Val 
80 85 90 

cag ccc ttc ctg ccc gtc ctg cgc ctg gtg gee cgt gag ggc gac cgc 519 
Gin Pro Phe Leu Pro Val Leu Arg Leu Val Ala Arg Glu Gly Asp Arg 
95 100 105 

gtg aag, aag etc ate aac tea cag ate age etc etc ate ggc aaa ggc 567 
Val Lys Lys Leu lie Asn Ser Gin lie Ser Leu Leu lie Gly Lys Gly 
110 115 120 

etc cac gag ttt gac tec ttg tgc gac cca gaa gtg aac gac ttt cgc 615 
Leu His Glu Phe Asp Ser Leu Cys Asp Pro Glu Val Asn Asp Phe Arg 
125 130 * 135 140 

gee aag atg tgc caa ttc tgc gag gag gcg gee gee cgc egg cag cag 663 
Ala Lys Met Cys Gin Phe Cys Glu Glu Ala Ala Ala Arg Arg Gin Gin 
145 150 155 

ctg ggc tgg gag gee tgg ctg cag tac agt ttc ccc ctg cag ctg gag 711 
Leu Gly Trp Glu Ala Trp Leu Gin Tyr Ser Phe Pro Leu Gin Leu Glu 
160 165 170 

ccc teg get caa acc tgg ggg cct ggt acc ctg egg etc ccg aac egg 7 59 

Pro Ser Ala Gin Thr Trp Gly Pro Gly Thr Leu Arg Leu Pro Asn Arg 
175 180 185 

gee ctt ctg gtc aac gtt aag ttt gag ggc age gag gag age ttc acc 807 
Ala Leu Leu Val Asn Val Lys Phe Glu Gly Ser Glu Glu Ser Phe Thr 
190 195 200 

ttc cag gtg tec acc aag gac gtg ccg ctg gcg ctg atg gee tgt gee 8 55 

Phe Gin Val Ser Thr Lys Asp Val Pro Leu Ala Leu Met Ala Cys Ala 
205 210 215 220 
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ctg egg aag aag gec aca gtg ttc egg cag ccg ctg gtg gag cag ccg 903 

Leu Arg Lys Lys Ala Thr Val Phe Arg Gin Pro Leu Val Glu Gin Pro 
225 230 235 

gaa gac tac acg ctg cag gtg aac ggc agg cat gag tac ctg tat ggc 951 

Glu Asp Tyr Thr Leu Gin Val Asn Gly Arg His Glu Tyr Leu Tyr Gly 
240 245 250 

aac tac ccg etc tgc cag ttc cag tac ate tgc age tgc ctg cac agt 999 

Asn Tyr Pro Leu Cys Gin Phe Gin Tyr lie Cys Ser Cys Leu His Ser 

255 260 265 



ggg ttg ace cct cac ctg ace atg gtc cat tec tec tec ate etc gee 
Gly Leu Thr Pro His Leu Thr Met Val His Ser Ser Ser lie Leu Ala 
270 275 280 



gee aaa cca cct ccc att cct gcg aag aag cct tec tct gtg tec ctg 
Ala Lys Pro Pro Pro lie Pro Ala Lys Lys Pro Ser Ser Val Ser Leu 
305 310 315 

tgg tec ctg gag cag ccg ttc cgc ate gag etc ate cag ggc age aaa 
Trp Ser Leu Glu Gin Pro Phe Arg lie Glu Leu lie Gin Gly Ser Lys 
320 325 330 



gtg tgc teg gag ccc gtg tgg aag cag egg ctg gag ttc gac ate aac 
Val Cys Ser Glu Pro Val Trp Lys Gin Arg Leu Glu Phe Asp lie Asn 
365 370 375 380 



gtg ate gag aaa gee aag aag get cgc tec ace aag aag aag tec aag 
Val lie Glu Lys Ala Lys Lys Ala Arg Ser Thr Lys Lys Lys Ser Lys 
400 405 410 



aag gac cag ctt aag acc ggg gaa cgc tgc etc tac atg tgg ccc tec 
Lys Asp Gin Leu Lys Thr Gly Glu Arg Cys Leu Tyr Met Trp Pro Ser 
430 435 440 



1047 



atg egg gat gag cag age aac cct gee ccc cag gtc cag aaa ccg cgt 1095 
Met Arg Asp Glu Gin Ser Asn Pro Ala Pro Gin Val Gin Lys Pro Arg 
285 ^ 290 295 300 



1143 



1191 



gtg aac gee gac gag egg atg aag ctg gtg gtg cag gee ggg ctt ttc 1239 
Val Asn Ala Asp Glu Arg Met Lys Leu Val Val Gin Ala Gly Leu Phe 
335 340 345 

cac ggc aac gag atg ctg tgc aag acg gtg tec age teg gag gtg age 1287 
His Gly Asn Glu Met Leu Cys Lys Thr Val Ser Ser Ser Glu Val Ser 
350 355 360 



1335 



ate tgc gac ctg ccc cgc atg gee cgt etc tgc ttt gcg ctg tac gee 1383 
lie Cys Asp Leu Pro Arg Met Ala Arg Leu Cys Phe Ala Leu Tyr Ala 
385 390 395 



1431 



aag gcg gac tgc ccc att gee tgg gee aac etc atg ctg ttt gac tac 14 79 

Lys Ala Asp Cys Pro lie Ala Trp Ala Asn Leu Met Leu Phe Asp Tyr 
415 420 425 



1527 



gtc cca gat gag aag ggc gag ctg ctg aac ccc acg ggc act gtg cgc 1575 
Val Pro Asp Glu Lys Gly Glu Leu Leu Asn Pro Thr Gly Thr Val Arg 
445 " 450 455 460 

agt aac ccc aac acg gat age gee get gee ctg etc ate tgc ctg ccc 1623 
Ser Asn Pro Asn Thr Asp Ser Ala Ala Ala Leu Leu lie Cys Leu Pro 
465 470 475 
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gag gtg gcc ccg cac ccc gtg tac tac ccc gcc ctg gag aag ate ttg 
Glu Val Ala Pro His Pro Val Tyr Tyr Pro Ala Leu Glu Lys lie Leu 
480 485 490 



gag ctg ggg cga cac age gag tgt gtg cat gtc acc gag gag gag cag 
Glu Leu Gly Arg His Ser Glu Cys Val His Val Thr Glu Glu Glu Gin 
495 500 505 

ctg cag ctg egg gaa ate ctg gag egg egg ggg tct ggg gag ctg tat 
Leu Gin Leu Arg Glu lie Leu Glu Arg Arg Gly Ser Gly Glu Leu Tyr 
510 515 520 

gag cac gag aag gac ctg gtg tgg aag ctg egg cat gaa gtc cag gag 
Glu His Glu Lys Asp Leu Val Trp Lys Leu Arg His Glu Val Gin Glu 
525 530 535 540 

cac ttc ccg gag gcg eta gcc egg ctg ctg ctg gtc acc aag tgg aac 
His Phe Pro Glu Ala Leu Ala Arg Leu Leu Leu Val Thr Lys Trp Asn 
545 550 555 

aag cat gag gat gtg gcc cag atg etc tac ctg ctg tgc tec tgg ccg 
Lys His Glu Asp Val Ala Gin Met Leu Tyr Leu Leu Cys Ser Trp Pro 
560 565 570 

gag ctg ccc gtc ctg age gcc ctg gag ctg eta gac ttc age ttc ccc 
Glu Leu Pro Val Leu Ser Ala Leu Glu Leu Leu Asp Phe Ser Phe Pro 
575 . .580 . 585 

gat tgc cac gta ggc tec ttc gcc ate aag teg ctg egg aaa ctg acg 
Asp Cys His Val Gly Ser Phe Ala lie Lys Ser Leu Arg Lys Leu Thr 
590 595 600 

gac gat gag ctg ttc cag tac ctg ctg cag ctg gtg cag gtg etc aag 
Asp Asp Glu Leu Phe Gin Tyr Leu Leu Gin Leu Val Gin Val Leu Lys 
605 " 610 615 620 

tac gag tec tac ctg gac tgc gag ctg acc aaa ttc ctg ctg gac egg 
Tyr Glu Ser Tyr Leu Asp Cys Glu Leu Thr Lys Phe Leu Leu Asp Arg 
625 630 635 

gcc ctg gcc aac cgc aag ate ggc cac ttc ctt ttc tgg cac etc cgc 
Ala Leu Ala Asn Arg Lys lie Gly His Phe Leu Phe Trp His Leu Arg 
640 645 650 

tec gag atg cac gtg ccg teg gtg gcc ctg cgc ttc ggc etc ate ctg 
Ser Glu Met His Val Pro Ser Val Ala Leu Arg Phe Gly Leu lie Leu 
655 660 665 

gag gcc tac tgc agg ggc age acc cac cac atg aag gtg ctg atg aag 
Glu Ala Tyr Cys Arg Gly Ser Thr His His Met Lys Val Leu Met Lys 
670 675 680 



cag ggg gaa gca ctg age aaa ctg aag gcc ctg aat gac ttc gtc aag 

Gin Gly Glu Ala Leu Ser Lys Leu Lys Ala Leu Asn Asp Phe Val Lys 

685 690 695 700 

ct 9 a 9 c tct ca 9 aa 9 acc ccc aa 9 ccc ca £T acc aag gag ctg atg cac 

Leu Ser Ser Gin Lys Thr Pro Lys Pro Gin Thr Lys Glu Leu Met His 

705 710 715 

ttg tgc atg egg cag gag gcc tac eta gag gcc etc tec cac ctg cag 



1671 



1719 



1767 



1815 



1863 



1911 



1959 



2007 



2055 



2103 



2151 



2199 



2247 



2295 



2343 



2391 
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Leu Cys Met Arg Gin Glu Ala Tyr Leu Glu Ala Leu Ser His Leu Gin 
720 725 730 



tec cca etc gac ccc age ace ctg ctg get gaa gtc tgc gtg gag cag 
Ser Pro Leu Asp Pro Ser Thr Leu Leu Ala Glu Val Cys Val Glu Gin 
735 740 745 

tgc acc ttc atg gac tec aag atg aag ccc ctg tgg ate atg tac age 
Cys Thr Phe Met Asp Ser Lys Met Lys Pro Leu Trp lie Met Tyr Ser 
750 755 760 

aac gag gag gca ggc age ggc ggc age gtg ggc ate ate ttt aag aac 
Asn Glu Glu Ala Gly Ser Gly Gly Ser Val Gly lie lie Phe Lys Asn 
765 770 775 780 

ggg gat gac etc egg cag gac atg ctg acc ctg cag atg ate cag etc 
Gly Asp Asp Leu Arg Gin Asp Met Leu Thr Leu Gin Met lie Gin Leu 
785 790 795 

atg gac gtc ctg tgg aag cag gag ggg ctg gac ctg agg atg acc ccc 
Met Asp Val Leu Trp Lys Gin Glu Gly Leu Asp Leu Arg Met Thr Pro 
800 805 810 

tat ggc tgc etc ccc acc ggg gac cgc aca ggc etc att gag gtg gta 
Tyr Gly Cys Leu Pro Thr Gly Asp Arg Thr Gly Leu lie Glu Val Val 
815 820 825 

etc cgt tea gac acc ate gee aac ate caa etc aac aag age aac atg 
Leu Arg Ser Asp Thr lie Ala Asn lie Gin Leu Asn Lys Ser Asn Met 
830 835 840 

gca gee aca gee gee ttc aac aag gat gee ctg etc aac tgg ctg aag 
Ala Ala Thr Ala Ala Phe Asn Lys Asp Ala Leu Leu Asn Trp Leu Lys 
845 850 855 860 

tec aag aac ccg ggg gag gee ctg gat cga gec att gag gag ttc acc 
Ser Lys Asn Pro Gly Glu Ala Leu Asp Arg Ala lie Glu Glu Phe Thr 
865 870 875 

etc tec tgt get ggc tat tgt gtg gee aca tat gtg ctg ggc att ggc 
Leu Ser Cys Ala Gly Tyr Cys Val Ala Thr Tyr Val Leu Gly lie Gly 
880 885 890 



gat egg cac age gac aac ate atg ate cga gag agt ggg cag ctg ttc 

Asp Arg His Ser Asp Asn lie Met lie Arg Glu Ser Gly Gin Leu Phe 
895 900 905 

cac att gat ttt ggc cac ttt ctg ggg aat ttc aag acc aag ttt gga 

His lie Asp Phe Gly His Phe Leu Gly Asn Phe Lys Thr Lys Phe Gly 

910 915 920 

ate aac cgc gag cgt gtc cca ttc ate etc acc tat gac ttt gtc cat 

lie Asn Arg Glu Arg Val Pro Phe lie Leu Thr Tyr Asp Phe Val His 

925 930 935 940 



gtg att cag cag ggg aag act aat aat agt gag aaa ttt gaa egg ttc 
Val lie Gin Gin Gly Lys Thr Asn Asn Ser Glu Lys Phe Glu Arg Phe 
945 950 955 

egg ggc tac tgt gaa agg gec tac acc ate ctg egg cgc cac ggg ctt 
Arg Gly Tyr Cys Glu Arg Ala Tyr Thr lie Leu Arg Arg His Gly Leu 
960 965 " " 970 



2439 



2487 



2535 



2583 



2631 



2679 



2727 



2775 



2823 



2871 



2919 



2967 



3015 



3063 



3111 
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etc ttc etc cac etc ttt gee ctg atg egg gcg gca ggc ctg cct gag 3159 
Leu Phe Leu His Leu Phe Ala Leu Met Arg Ala Ala Gly Leu Pro Glu 
975 980 985 

etc age tgc tec aaa gac ate cag tat etc aag gac tec ctg gca ctg 32 07 
Leu Ser Cys Ser Lys Asp lie Gin Tyr Leu Lys Asp Ser Leu Ala Leu 
990 995 ~ * 1000 

ggg aaa aca gag gag gag gca . ctg aag cac ttc cga gtg aag ttt 3252 

Gly Lys Thr Glu Glu Glu Ala Leu Lys His Phe Arg Val Lys Phe 
1005 1010 1015 

aac gaa gee etc cgt gag age tgg aaa ace aaa gtg aac tgg ctg 3297 

Asn Glu Ala Leu Arg Glu Ser Trp Lys Thr Lys Val Asn Trp Leu 
1020 1025 1030 



gec cac aac gtg tec aaa gac aac agg cag tagtggctcc tcccagccct 3347 
Ala His Asn Val Ser Lys Asp Asn Arg Gin 
1035 1040 



gggeccaaga 


ggaggegget 


gcgggtcgtg 


gggaccaagc 


acattggtcc 


taaaggggct 


3407 


gaagagcctg 


aactgcacct 


aacgggaaag 


aaccgacatg 


getgectttt 


gtttacactg 


3467 


gttatttatt 


tatgacttga 


aatagtttaa 


ggagctaaac 


agecataaac 


ggaaacgect 


3527 


ccttcattca 


gcggcggtgc 


tgggcccccc 


gaggctgeae 


ctggctctcg 


gctgaggatt 


3587 


gtcaccccaa 


gtcttccagc 


tggtggatct 


gggcccagca 


aagactgttc 


tcctcccgag 


3647 


ggaaccttct 


t cccaggcct 


cccgccagac 


tgcctgggtc 


ctggcgcctg 


gcggtcacct 


3 707 


ggtgcctac t 


g uccgacagg 


atgect cgat 


cct cgtgcga 


cccaccccgc 


gtatcct ccc 
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tgctctccac 


ttttcaagtg 


ggtcttgggt 


acgagaattc 


cctcatcttt 


ctctactgta 


3887 


aagtgatttt 


gtttgcaggt 


aagaaaataa 


tagatgactc 


accacacctc 


tacggctggg 


3947 


gagatcaggc 


ccagccccat 


aaaggagaat 


ctacgctggt 


cctcaggacg 


tgttaaagag 


4007 


atetgggect 


catgtagctc 


accccggtca 


cgcatgaagg 


caaaagcagg 


teagaagega 


4067 


atactctgcc 


attatctcaa 


aaatcttttt 


tttttttttt 


ttgagatggg 


gtcttcctct 


4127 


gttgeccagg 


ctggagtgca 


gtggtgcaat 


cttggctcac 


tgtaacctcc 


gcctcccagg 


4187 


ttcaagtgat 


tcttcttgcc 


tcagcctcct 


gagtagctgg 


gattacaggt 


gtgcaccacc 


4247 


cgtacccagc 


taatttttgt 


attttagtag 


agaegggggt 


ttcaccatgt 


tggctgggct 


4307 


ggtctcgaac 


tcctgacctc 


aggtgatcca 


cccgcctgag 


cctcccaaag 


tgctgggatt 


4367 


acaggcatga 


gccaccacgc 


ccggcccact 


ctgccattgt 


ctaagccacc 


tctgaaagca 


4427 


ggttttaaca 


aaaggatgag 


gccagaactc 


ttccagaacc 


atcacctttg 


ggaacctget 


4487 


gtgagagtgc 


tgaggtacca 


gaagtgtgag 


aacgaggggg 


cgtgctggga 


tctttctctc 


4547 


tgactatact 


tagtttgaaa 


tggtgcaggc 


ttagtcttaa 


gcctccaaag 


gcctggattt 


4607 


gagcagcttt 


agaaatgeag 


gttctagggc 


ttctcccagc 


cttcagaagc 


caactaactc 


4667 
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tqcaqatcrqq 


qctaqgactg 

ZJ Zj ZJ Zj 


tgggctttta 


gcagcccaca 


ggtgatccta 


acatatcagg 


4727 


ccatggactc 


aggacctgcc 


Cqqtqatqct 


gttgatttct 


caaaggtctt 


ccaaaactca 


4787 


acagagccag 


aagtagccgc 


ccgctcagcg 


qctcaqqtqc 

Zj Zj ^3 w 


cagctctgtt 


ctgattcacc 


4847 


aQQQCI t C CQ t 


cagtagtcat 


tgccacccgc 


qqqqcacctc 


cctggccaca 


cgcctgttcc 


4907 


cagcaagtgc 


tgaaactcac 


tagaccgtct 


QCCtqtttCQ 

^1 w w 


aaatqqqqaa 


aqccqtqcqt 


4967 


gcgcgttatt 


tatttaagtg 


cqcctqtqtq 

Zj Zj w Zj w Zj 


cqcqqqtqtq 

-3 Zj Zj Zj yzj w 3 


ggagcacact 


ttgcaaagcc 


5027 


acagcgtttc 


tggttttggg 


tgtacagtct 


tgtgtgcctg 


gcgagaagaa 


tattttctat 


5087 


ttttttaagt 


catttcatgt 


ttctgtctgg 


ggaaggcaag 


ttagttaagt 


atcactgatg 


5147 


tgggttgaga 


ccagcactct 


gtgaaacctt 


gaaatgagaa 


gtaaaggcag 


atgaaaagaa 


5207 


aaaaaaaaaa 


aaa 










5220 



<210> 2 

<211> 1044 

<212> PRT 

<213> Human pllOdelta protein 

<400> 2 

Met Pro Pro Gly Val Asp Cys Pro Met Glu Phe Trp Thr Lys Glu Glu 
1 5 10 15 



Asn Gin Ser Val Val Val Asp Phe Leu Leu Pro Thr Gly Val Tyr Leu 
20 25 30 



Asn Phe Pro Val Ser Arg Asn Ala Asn Leu Ser Thr lie Lys Gin Leu 
35 40 45 



Leu Trp His Arg Ala Gin Tyr Glu Pro Leu Phe His Met Leu Ser Gly 
50 55 60 



Pro Glu Ala Tyr Val Phe Thr Cys lie Asn Gin Thr Ala Glu Gin Gin 
65 70 75 80 



Glu Leu Glu Asp Glu Gin Arg Arg Leu Cys Asp Val Gin Pro Phe Leu 
85 90 95 



Pro Val Leu Arg Leu Val Ala Arg Glu Gly Asp Arg Val Lys Lys Leu 
100 105 ~ 110 



lie Asn Ser Gin lie Ser Leu Leu lie Gly Lys Gly Leu His Glu Phe 
115 120 125 
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Asp Ser Leu Cys Asp Pro Glu Val Asn Asp Phe Arg Ala Lys Met Cys 
130 135 140 



Gin Phe Cys Glu Glu Ala Ala Ala Arg Arg Gin Gin Leu Gly Trp Glu 
145 150 155 160 



Ala Trp Leu Gin Tyr Ser Phe Pro Leu Gin Leu Glu Pro Ser Ala Gin 
165 170 175 



Thr Trp Gly Pro Gly Thr Leu Arg Leu Pro Asn Arg Ala Leu Leu Val 
180 185 190 



Asn Val Lys Phe Glu Gly Ser Glu Glu Ser Phe Thr Phe Gin Val Ser 
195 200 205 



Thr Lys Asp Val Pro Leu Ala Leu Met Ala Cys Ala Leu Arg Lys Lys 
210 215 220 



Ala Thr Val Phe Arg Gin Pro Leu Val Glu Gin Pro Glu Asp Tyr Thr 
225 230 235 240 



Leu Gin Val Asn Gly Arg His Glu Tyr Leu Tyr Gly Asn Tyr Pro Leu 
245 250 255 



Cys Gin Phe Gin Tyr lie Cys Ser Cys Leu His Ser Gly Leu Thr Pro 
260 265 270 



His Leu Thr Met Val His Ser Ser Ser lie Leu Ala Met Arg Asp Glu 
275 280 285 



Gin Ser Asn Pro Ala Pro Gin Val Gin Lys Pro Arg Ala Lys Pro Pro 
290 295 300 



Pro lie Pro Ala Lys Lys Pro Ser Ser Val Ser Leu Trp Ser Leu Glu 
305 310 315 320 



Gin Pro Phe Arg lie Glu Leu lie Gin Gly Ser Lys Val Asn Ala Asp 
325 330 335 



Glu Arg Met Lys Leu Val Val Gin Ala Gly Leu Phe His Gly Asn Glu 
340 345 350 



Met Leu Cys Lys Thr Val Ser Ser Ser Glu Val Ser Val Cys Ser Glu 
355 360 365 



Pro Val Trp Lys Gin Arg Leu Glu Phe Asp lie Asn lie Cys Asp Leu 
370 375 380 
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Pro Arg Met Ala Arg Leu Cys Phe Ala Leu Tyr Ala Val lie Glu Lys 
385 ~ 390 395 400 



Ala Lys Lys Ala Arg Ser Thr Lys Lys Lys Ser Lys Lys Ala Asp Cys 
405 410 415 

Pro lie Ala Trp Ala Asn Leu Met Leu Phe Asp Tyr Lys Asp Gin Leu 
420 425 430 

Lys Thr Gly Glu Arg Cys Leu Tyr Met Trp Pro Ser Val Pro Asp Glu 
435 440 445 

Lys Gly Glu Leu Leu Asn Pro Thr Gly Thr Val Arg Ser Asn Pro Asn 
450 455 460 

Thr Asp Ser Ala Ala Ala Leu Leu lie Cys Leu Pro Glu Val Ala Pro 
465 470 475 480 

His Pro Val Tyr Tyr Pro Ala Leu Glu Lys lie Leu Glu Leu Gly Arg 
485 490 495 

His Ser Glu Cys Val His Val Thr Glu Glu Glu Gin Leu Gin Leu Arg 
500 505 510 

Glu He Leu Glu Arg Arg Gly Ser Gly Glu Leu Tyr Glu His Glu Lys 
515 520 525 

Asp Leu Val Trp Lys Leu Arg His Glu Val Gin Glu His Phe Pro Glu 
530 - 535 540 

Ala Leu Ala Arg Leu Leu Leu Val Thr Lys Trp Asn Lys His Glu Asp 
545 " 550 555 560 

Val Ala Gin Met Leu Tyr Leu Leu Cys Ser Trp Pro Glu Leu Pro Val 
565 570 575 

Leu Ser Ala Leu Glu Leu Leu Asp Phe Ser Phe Pro Asp Cys His Val 
580 585 590 

Gly Ser Phe Ala He Lys Ser Leu Arg Lys Leu Thr Asp Asp Glu Leu 
595 600 605 

Phe Gin Tyr Leu Leu Gin Leu Val Gin Val Leu Lys Tyr Glu Ser Tyr 
610 615 620 

Leu Asp Cys Glu Leu Thr Lys Phe Leu Leu Asp Arg Ala Leu Ala Asn 
625 630 635 640 
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Arg Lys lie Gly His Phe Leu Phe Trp His Leu Arg Ser Glu Met His 
645 650 655 



Val Pro Ser Val Ala Leu Arg Phe Gly Leu lie Leu Glu Ala Tyr Cys 
660 665 670 



Arg Gly Ser Thr His His Met Lys Val Leu Met Lys Gin Gly Glu Ala 
675 680 685 



Leu Ser Lys Leu Lys Ala Leu Asn Asp Phe Val Lys Leu Ser Ser Gin 
690 695 700 



Lys Thr Pro Lys Pro Gin Thr Lys Glu Leu Met His Leu Cys Met Arg 
705 710 715 720 



Gin Glu Ala Tyr Leu Glu Ala Leu Ser His Leu Gin Ser Pro Leu Asp 
725 730 735 



Pro Ser Thr Leu Leu Ala Glu Val Cys Val Glu Gin Cys Thr Phe Met 
740 745 750 



Asp Ser Lys Met Lys Pro Leu Trp lie Met Tyr Ser Asn Glu Glu Ala 
755 760 765 



Gly Ser Gly Gly Ser Val Gly lie lie Phe Lys Asn Gly Asp Asp Leu 
770 775 780 

Arg Gin Asp Met Leu Thr Leu Gin Met lie Gin Leu Met Asp Val Leu 

785 790 795 800 



Trp Lys Gin Glu Gly Leu Asp Leu Arg Met Thr Pro Tyr Gly Cys Leu 
805 810 815 



Pro Thr Gly Asp Arg Thr Gly Leu lie Glu Val Val Leu Arg Ser Asp 
820 * » 825 830 



Thr lie Ala Asn lie Gin Leu Asn Lys Ser Asn Met Ala Ala Thr Ala 
835 840 845 



Ala Phe Asn Lys Asp Ala Leu Leu Asn Trp Leu Lys Ser Lys Asn Pro 
850 855 860 



Gly Glu Ala Leu Asp Arg Ala lie Glu Glu Phe Thr Leu Ser Cys Ala 
865 870 875 880 



Gly Tyr Cys Val Ala Thr Tyr Val Leu Gly lie Gly Asp Arg His Ser 
885 890 895 
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Asp Asn lie Met He Arg Glu Ser Gly Gin Leu Phe His He Asp Phe 
900 905 910 



Gly His Phe Leu Gly Asn Phe Lys Thr Lys Phe Gly He Asn Arg Glu 
915 920 925 



Arg Val Pro Phe He Leu Thr Tyr Asp Phe Val His Val He Gin Gin 
930 935 940 



Gly Lys Thr Asn Asn Ser Glu Lys Phe Glu Arg Phe Arg Gly Tyr Cys 
945 950 955 960 



Glu Arg Ala Tyr Thr He Leu Arg Arg His Gly Leu Leu Phe Leu His 
965 970 975 



Leu Phe Ala Leu Met Arg Ala Ala Gly Leu Pro Glu Leu Ser Cys Ser 
980 985 990 



Lys Asp He Gin Tyr Leu Lys Asp Ser Leu Ala Leu Gly Lys Thr Glu 
995 1000 1005 



Glu Glu Ala Leu Lys His Phe Arg Val Lys Phe Asn Glu Ala Leu 
1010 1015 ^ 1020 



Arg Glu Ser Trp Lys Thr Lys Val Asn Trp Leu Ala His Asn Val 
1025 1030 1035 



Ser Lys Asp Asn Arg Gin 
1040 



<210> 3 

<211> 69 

<212> DNA 

<213> 5 1 Primer for pllObeta 



<400> 3 

gatcgaattc ggcgccacca tggactacaa ggacgacgat gacaagtgct tcagtttcat 60 
aatgcctcc 69 

<210> 4 
<211> 42 
<212> DNA 
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<213> 3' Primer for pllObeta 



<400> 4 

gatcgcggcc gcttaagatc tgtagtcttt ccgaactgtg tg 42 

<210> 5 
<211> 40 
<212> DNA 

<213> 5* Primer for pllOgamma 
<400> 5 

agaatgcggc cgcatggagc tggagaacta taaacagccc 4 0 

<210> 6 

<211> 37 

<212> DNA 

<213> 3' Primer for pllOgamma 



<400> 6 

cgcggatcct taggctgaat gtttctctcc ttgtttg 37 
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